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<210> 1 

<211> 2238 

<212> DNA 

<213> Homo sapiens 












atggagcggc 


ccccggggct 


n fctr\c prion c 

y^yy^-^yyy*- 


gcgggcgggc 


cctgggagat 


gcgggagcgg 


60 


ctgggcaccg 


gcggcttcgg 


naarntrtnt 


ctgtaccagc 


atcgggaact 


tgatctcaaa 


120 


atagcaatta 


agtcttgtcg 


Lt LdydyL La 


agtaccaaaa 


acagagaacg 


atggtgccat 


180 


gaaatccaga 


ttatgaagaa 


gttgaaccat 


gccaatgttg 


taaaggcctg 


tgatgttcct 


240 


gaagaattga 


atattttgat 


tcatgatgtg 


cctcttctag 


caatggaata 


ctgttctgga 


300 


ggagatctcc 


gaaagctgct 


caacaaacca 


gaaaattgtt 


gtggacttaa 


agaaagccag 


360 


atactttctt 


tactaagtga 


tatagggtct 


gggattcgat 


atttgcatga 


aaacaaaatt 


420 


atacatcgag 


atctaaaacc 


tgaaaacata 


gttcttcagg 


atgttggtgg 


aaagataata 


480 


cataaaataa 


ttgatctggg 


atatgccaaa 


gatgttgatc 


aaggaagtct 


gtgtacatct 


540 


tttgtgggaa 


cactgcagta 


tctggcccca 


gagctctttg 


agaataagcc 


ttacacagcc 


600 


actgttgatt 


attggagctt 


tgggaccatg 


gtatttgaat 


gtattgctgg 


atataggcct 


660 


tttttgcatc 


atctgcagcc 


atttacctgg 


catgagaaga 


ttaagaagaa 


ggatccaaag 


720 


tgtatatttg 


catgtgaaga 


gatgtcagga 


gaagttcggt 


ttagtagcca 


tttacctcaa 


780 


ccaaatagcc 


tttgtagttt 


aatagtagaa 


cccatggaaa 


actggctaca 


gttgatgttg 


840 


aattgggacc 


ctcagcagag 


aggaggacct 


gttgacctta 


ctttgaagca 


gccaagatgt 


900 


tttgtattaa 


tggatcacat 


tttgaatttg 


aagatagtac 


acatcctaaa 


tatgacttct 


960 


gcaaagataa 


tttcttttct 


gttaccacct 


gatgaaagtc 


ttcattcact 


acagtctcgt 


1020 


attgagcgtg 


aaactggaat 


aaatactggt 


tctcaagaac 


ttctttcaga 


gacaggaatt 


1080 
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tctctggatc 


ctcggaaacc 


agcctctcaa 


tgtgttctag 


atggagttag 


aggctgtgat 


1140 


agctatatgg 


tttatttgtt 


tgataaaagt 


aaaactgtat 


atgaagggcc 


atttgcttcc 


1200 


agaagtttat 


ctgattgtgt 


aaattatatt 


gtacaggaca 


gcaaaataca 


gcttccaatt 


1260 


atacagctgc 


gtaaagtgtg 


ggctgaagca 


gtgcactatg 


tgtctggact 


aaaagaagac 


1320 


tatagcaggc 


tctttcaggg 


acaaagggca 


gcaatgttaa 


gtcttcttag 


atataatgct 


1380 


aacttaacaa 


aaatgaagaa 


cactttgatc 


tcagcatcac 


aacaactgaa 


agctaaattg 


1440 


gagttttttc 


acaaaagcat 


tcagcttgac 


ttggagagat 


acagcgagca 


gatgacgtat 


1500 


gggatatctt 


cagaaaaaat 


gctaaaagca 


tggaaagaaa 


tggaagaaaa 


ggccatccac 


1560 


tatgctgagg 


ttggtgtcat 


tggatacctg 


gaggatcaga 


ttatgtcttt 


gcatgctgaa 


1620 


atcatggagc 


tacagaagag 


cccctatgga 


agacgtcagg 


gagacttgat 


ggaatctctg 


1680 


gaacagcgtg 


ccattgatct 


atataagcag 


ttaaaacaca 


gaccttcaga 


tcactcctac 


1740 


agtgacagca 


cagagatggt 


gaaaatcatt 


gtgcacactg 


tgcagagtca 


ggaccgtgtg 


1800 


ctcaaggagc 


tgtttggtca 


tttgagcaag 


ttgttgggct 


gtaagcagaa 


gattattgat 


1860 


ctactcccta 


aggtggaagt 


ggccctcagt 


aatatcaaag 


aagctgacaa 


tactgtcatg 


1920 


ttcatgcagg 


gaaaaaggca 


gaaagaaata 


tggcatctcc 


ttaaaattgc 


ctgtacacag 


1980 


agttctgccc 


ggtcccttgt 


aggatccagt 


ctagaaggtg 


cagtaacccc 


tcagacatca 


2040 


gcatggctgc 


ccccgacttc 


agcagaacat 


gatcattctc 


tgtcatgtgt 


ggtaactcct 


2100 


caagatgggg 


agacttcagc 


acaaatgata 


gaagaaaatt 


tgaactgcct 


tggccattta 


2160 


agcactatta 


ttcatgaggc 


aaatgaggaa 


cagggcaata 


gtatgatgaa 


tcttgattgg 


2220 


agttggttaa 


cagaatga 










2238 



<210> 2 

<211> 21 

<212> RNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (20). .(21) 

<223> Any "N" is a (2 1 -deoxy)thymidi ne 

<400> 2 

gcagugcacu augugucugn n 21 

<210> 3 

<211> 21 

<212> RNA 

<213> Homo sapiens 
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<220> 

<221> mi sc_f eature 
<222> (20). .(21) 

<223> Any " N " is a (2 1 -deoxy) thymidine 
<400> 3 

gucuguguau cacgugacgn n 21 



<210> 4 

<211> 21 

<212> RNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 
<222> (20). .(21) 

<223> Any N is a (2 1 -deoxy) thymidi ne 
<400> 4 

cacugcagua ucuggccccn n 21 



<210> 5 

<211> 21 

<212> RNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 
<222> (20).. (21) 

<223> any "n M is a (2 1 -deoxy) thymidine 
<400> 5 

uugggacccu cagcagagan n 21 



<210> 6 

<211> 21 

<212> RNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 
<222> (20).. (21) 

<223> any "N n is a (2 ' -deoxy) thymi di ne 
<400> 6 

ggccauccac uaugcugagn n 21 



<210> 7 

<211> 21 

<212> RNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 
<222> (20). .(21) 
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<223> Any "N" is a (2 1 -deoxy)thymidi ne 

<400> 7 

gagucguauc accuaccggn n 

<210> 8 

<211> 745 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Glu Arg Pro Pro Gly Leu Arg Pro Gly Ala Gly Gly Pro Trp Glu 
1 5 10 15 

Met Arg Glu Arg Leu Gly Thr Gly Gly Phe Gly Asn val Cys Leu Tyr 
20 25 30 

Gin His Arg Glu Leu Asp Leu Lys lie Ala lie Lys Ser Cys Arg Leu 
35 40 45 

Glu Leu Ser Thr Lys Asn Arg Glu Arg Trp Cys His Glu lie Gin lie 
50 55 60 

Met Lys Lys Leu Asn His Ala Asn val val Lys Ala Cys Asp Val Pro 
65 70 75 80 

Glu Glu Leu Asn lie Leu lie His Asp val Pro Leu Leu Ala Met Glu 
85 90 95 

Tyr Cys Ser Gly Gly Asp Leu Arg Lys Leu Leu Asn Lys Pro Glu Asn 
100 105 110 

Cys Cys Gly Leu Lys Glu Ser Gin lie Leu Ser Leu Leu Ser Asp lie 
115 120 125 

Gly Ser Gly lie Arg Tyr Leu His Glu Asn Lys lie lie His Arg Asp 
130 135 140 

Leu Lys Pro Glu Asn lie val Leu Gin Asp val Gly Gly Lys lie lie 
145 150 155 * 160 

His Lys lie lie Asp Leu Gly Tyr Ala Lys Asp Val Asp Gin Gly Ser 
165 170 175 

Leu Cys Thr Ser Phe val Gly Thr Leu Gin Tyr Leu Ala Pro Glu Leu 
180 185 190 

Phe Glu Asn Lys Pro Tyr Thr Ala Thr val Asp Tyr Trp Ser Phe Gly 
195 200 205 
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Thr Met val Phe Glu Cys lie Ala Gly Tyr Arg Pro Phe Leu His His 
210 215 220 

Leu Gin Pro Phe Thr Trp His Glu Lys lie Lys Lys Lys Asp Pro Lys 
225 230 235 240 

Cys lie Phe Ala Cys Glu Glu Met Ser Gly Glu val Arg Phe Ser Ser 
245 250 255 

His Leu Pro Gin Pro Asn ser Leu Cys Ser Leu lie val Glu Pro Met 
260 265 270 

Glu Asn Trp Leu Gin Leu Met Leu Asn Trp Asp Pro Gin Gin Arg Gly 
275 280 285 

Gly Pro val Asp Leu Thr Leu Lys Gin Pro Arg Cys Phe val Leu Met 
290 295 300 

Asp His lie Leu Asn Leu Lys lie val His lie Leu Asn Met Thr ser 
305 310 315 320 

Ala Lys lie lie Ser Phe Leu Leu Pro Pro Asp Glu Ser Leu His Ser 
325 330 335 

Leu Gin Ser Arg lie Glu Arg Glu Thr Gly lie Asn Thr Gly Ser Gin 
340 345 350 

Glu Leu Leu Ser Glu Thr Gly lie Ser Leu Asp Pro Arg Lys Pro Ala 
355 360 365 

ser Gin Cys val Leu Asp Gly Val Arg Gly Cys Asp Ser Tyr Met val 
370 375 ~ 380 

Tyr Leu Phe Asp Lys Ser Lys Thr val Tyr Glu Gly Pro Phe Ala ser 
385 390 395 400 

Arg Ser Leu Ser Asp Cys Val Asn Tyr lie val Gin Asp Ser Lys lie 
405 410 415 

Gin Leu Pro lie lie Gin Leu Arg Lys val Trp Ala Glu Ala val His 
420 425 430 

Tyr val Ser Gly Leu Lys Glu Asp Tyr Ser Arg Leu Phe Gin Gly Gin 
435 440 445 



Arg Ala Ala Met Leu Ser Leu Leu Arg Tyr Asn Ala Asn Leu Thr Lys 
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455 460 



Met Lys Asn Thr Leu lie ser Ala Ser Gin Gin Leu Lys Ala Lys Leu 
465 470 475 480 

Glu Phe Phe His Lys Ser lie Gin Leu Asp Leu Glu Arg Tyr Ser Glu 
485 490 495 

Gin Met Thr Tyr Gly lie Ser Ser Glu Lys Met Leu Lys Ala Trp Lys 
500 505 510 

Glu Met Glu Glu Lys Ala He His Tyr Ala Glu val Gly val He Gly 
515 ' 520 525 

Tyr Leu Glu Asp Gin lie Met ser Leu His Ala Glu lie Met Glu Leu 
530 535 540 

Gin Lys Ser Pro Tyr Gly Arg Arg Gin Gly Asp Leu Met Glu ser Leu 
545 550 " " 555 560 

Glu Gin Arg Ala lie Asp Leu Tyr Lys Gin Leu Lys His Arg Pro Ser 
565 570 575 

Asp His Ser Tyr Ser Asp Ser Thr Glu Met val Lys lie lie val His 
580 585 590 

Thr val Gin ser Gin Asp Arg val Leu Lys Glu Leu Phe Gly His Leu 
595 600 605 

Ser Lys Leu Leu Gly Cys Lys Gin Lys lie lie Asp Leu Leu Pro Lys 
610 615 620 

val Glu Val Ala Leu Ser Asn lie Lys Glu Ala Asp Asn Thr val Met 
62 5 630 635 640 

Phe Met Gin Gly Lys Arg Gin Lys Glu lie Trp His Leu Leu Lys lie 
645 " 650 655 

Ala Cys Thr Gin ser Ser Ala Arg Ser Leu val Gly ser ser Leu Glu 
660 665 670 

Gly Ala Val Thr Pro Gin Thr Ser Ala Trp Leu Pro Pro Thr Ser Ala 
675 680 685 

Glu His Asp His Ser Leu Ser Cys val val Thr Pro Gin Asp Gly Glu 
690 695 700 
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Thr Ser Ala 
705 
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Gin Met lie Glu Glu Asn Leu Asn cys Leu Gly His Leu 
710 715 720 



Ser Thr lie 



lie His Glu Ala Asn Glu Glu Gin Gly Asn ser Met Met 
725 730 735 



Asn Leu Asp 



Trp Ser Trp Leu Thr Glu 
740 745 



<210> 9 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gcacagagat ggtgaaaatc attg 24 



<210> 10 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<210> 11 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 11 

tgagcacacg gtcctgactc tgca 24 



<400> 10 

caacttgctc aaatgaccaa acag 



24 
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